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[0 Molecular phylogenetics of* river dolphins” and the bali
mitochondrial genome
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[J A project to translocate the baijilJ Lipotes vexillifeJ [J from the
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[0 River to Tongling bali Semi—nature Reserve

[ Status and aspects of the ecology and behavior of the
baijil] Lipotes vexillife[] in the

O lower Yangtze River

[ Baiji(Lipotes vexillifer)in the lower Yangtze
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[0 conservation needs
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[0 Abundance and distribution of finless porpoises in the
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O lower Yangtze River

O0000oO0o0oooon

oooooo

000000000000 obOOoOoooao
O0000ooooooooooo

[ Sexual dimorphism in the baUiLipotes vexillifer

Page 3



00004, tushu007.com
<OO00000dns>>

[0 The number of fibers and range of fiber diameters in the cochlear
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O Distribution ofthe dolphins ofthe genus Tursiops in the China
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[J Records of small cetaceans in Chinese waters[] a review

[ Distribution and abundance of Indo—~Pacific humpback dolphins in
Leizhou Bay[] China

Oo0oo0ooon

[ Phylogenetic relationships among Chinese ranids inferred from
sequence data set of 1 2S and 16S rDNA

O Phylogeography and demographic history of Chinese black—spotted
frog populations
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ChinalJ morphological and

[0 molecular evidence
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[0 sequences and a new classification ofthe Gekkota

O InterrelatiOnships among gekkonid geckos inferred from
mitochondrial and nuclear gene

[J sequences

[0 The divergence of two independent lineages of an endemic Chinese
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[J The complete mitochondrial genome of Gekko
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[0 Evolution ofthe mitochondrial genome in snakes[] Gene rearrangements
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O relationships
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[0 Molecular systematics of the Asian mitten crabsC] genus
Eriocheir(Crustaceal] Brachyura)

[0 The mitochondrial sequences ofHeptathela hangzhouens and
Ornithoctonus huwena
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sinenesis(Brachyurall

[0 Thoracotre matal] Grapsoidea)reveals a novel gene order and
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[J gene rearrangements

O Incongruous nuclear and mitochondrial phylogeographic patterns in
two sympatric lineages
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[0 phylogenetic position ofthe Ephemeroptera
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[0 Molecular cloningll] mRNA expression[] and characterization of HSP90
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O Identificationd mRNA expression and characterization of a novel
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[ Identification[] mRNA expression and characterization of
proliferating cell nuclear antigen
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O Identification and characteristics of a novel geneld EJO10 in the
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