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DBGET/LinkDB D2 Data retrieval with SRS(sequence retrieval system)Section E-Searching sequence databases
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F-Multiple sequence alignment and family relationships ~ F1 Multiple sequence alignment and family
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SAGESection K-Proteomic data analysis K1 Analyzing data from 2D-PAGE gels K2 Analyzing protein
mass spectrometry dataSection L-Higher-order systems L1 Modeling and reconstructing molecular pathways

L2 Protein interaction informatics L3 Higher-order modelsSection M-Cheminformatics in biology ~ M1
Conventions for representing molecular pathways M2 Cheminformatics resourcesSection N-Bioinformatics in
the pharmaceutical industry N1 Bioinformatics and drug discovery N2 Pharmainformatics
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